C: Features of the genetic code:
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C: Features of the genetic code:

A) Degenerate (redundant):
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Unambiguous:

tRNA
/

anticodon

UcaA
{AQUcodon

>
| *
%%A
B
9
I * %3A
4 ;% *<
ll#
!
5!
B #"$%

Tyr
b
AUG
UAC  mRNA 3
=1




"# C
#'$%

#"$%D% 8 "# *
H

#"$% =
H#

H#
#"$%
yooo

Armino acid

ATP — Arminoacy| tREA
Synthetase
{enzyme)
2P, +—PP; %

Enzyme-[aminoacyl-AMP]
tRMNA -

tRMA

FIG. T5.5. Formation of aminoacvl-tRNA
The amino acid is first activated by reacting
with ATP. The amine acid 15 then transferred
from the aminoacvIl-ANMP to tRINA.
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% (1]

a reading frame is a way of dividing the sequence of nucleotides in

a nucleic acid (DNA or RNA) molecule into a set of consecutive,

non-overlapping triplets. >:
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Glycosylation
Hydroxylation
Methylation
Phosphorylation
Prenylation
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